Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.004 Å; R factor = 0.037; wR factor = 0.084; data-to-parameter ratio = 15.0.
Experimental
Crystal data [Cu(C 10 H 7 N 2 O 2 ) 2 (H 2 O) 2 ] M r = 473.92 Monoclinic, P2 1 =n a = 5.0443 (6) Å b = 32.161 (4) Å c = 6.3234 (8) Å = 106.293 (1) V = 984.6 (2) Å 3 Z = 2 Mo K radiation = 1.16 mm À1 T = 292 (2) K 0.35 Â 0.25 Â 0.17 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.690, T max = 0.829 8611 measured reflections 2254 independent reflections 1907 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.084 S = 1.08 2254 reflections 150 parameters 3 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.34 e Å À3 Á min = À0.32 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ).
Symmetry codes: (ii) x; y; z À 1; (iii) x þ 1; y; z; (iv) Àx; Ày; Àz.
Data collection: SMART (Bruker, 1997) ; cell refinement: SAINT (Bruker, 1997) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Nicotinic acid as a hypolipidemic agent appears to have good potential to increase HDL cholesterol levels to a greater extent (Knopp, 1999) . However, it has severe skin flushing side effect. In the search for novel agonists for nicotinic acid receptor, substituted pyrazole-3-carboxylic acids were found have substantial affinity for cloned G protein-coupled nicotinic acid receptor (van Herk et al., 2003) . We report here the crystal structure of the title Cu II complex with 5-phenyl-1H-pyrazole-3-carboxylic acid.
The asymmetric unit contains one-half of a formula unit (Fig. 1) . The Cu II ion occupies an inversion centre and exhibits a distorted octahedral geometry. The phenyl (C5-C10) and pyrazole (N1/N2/C2/C3/C4) rings form a dihedral angle of 11.36 (8)°. The dihedral angle between the Cu1/O1/C1/C2/N1 and N1/N2/C2/C3/C4 planes is 3.8 (1)°.
The molecules are linked into a two-dimensional network parallel to the (0 1 0) plane by O-H···O and N-H···O hydrogen bonds ( Table 2) .
Experimental 5-Phenyl-1H-pyrazole-3-carboxylic acid was synthesized according to the reported procedure (Gharbaoui et al., 2007; Crane et al., 1999) . 5-Phenyl-1H-pyrazole-3-carboxylic acid (1.0 g, 5.3 mmol) and Cu(OAc) 2 ·2H 2 O (0.75 g, 2.7 mmol) were heated in H 2 O (200 ml) for 4 h with stirring. The resulting precipitate was filtered off to obtain the title compound (1.0 g, 80%). Single crystals suitable for X-ray diffraction were obtained by recrystallization from dimethylformamide-water
Refinement
The water H atoms were located and isotropically refined, with the O-H and H···H distances restrained to 0.84 (1) and 1.37 (2) Å, respectively. The remaining H atoms were positioned geometrically (N-H = 0.86 Å and C-H = 0.93 Å) and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (14) C6-C7-H7 120.0 O1-Cu1-N1-N2 −175.6 (2) N2-C4-C5-C6 −167.6 (2) O3-Cu1-N1-N2 −86.8 (2) C3-C4-C5-C6 11.3 (4) C2-N1-N2-C4 0.1 (2) N2-C4-C5-C10 10.3 (3) Cu1-N1-N2-C4 172.02 (17) C3-C4-C5-C10 −170.8 (2) Cu1-O1-C1-O2 178.61 (18) C10-C5-C6-C7 −0.8 (4) Cu1-O1-C1-C2 −1.0 (2) C4-C5-C6-C7 177.2 (3) N2-N1-C2-C3 0.0 (2) C5-C6-C7-C8 0.3 (5) Cu1-N1-C2-C3 −174.22 (15) C6-C7-C8-C9 0.2 (5) N2-N1-C2-C1 178.84 (17) C7-C8-C9-C10 −0.1 (5) Cu1-N1-C2-C1 4.7 (2) C8-C9-C10-C5 −0.5 (4) O2-C1-C2-N1 178.0 (2) C6-C5-C10-C9 0.9 (4) O1-C1-C2-N1 −2.4 (3) C4-C5-C10-C9 −177.1 (2) O2-C1-C2-C3 −3.5 (4) Symmetry codes: (i) −x+1, −y, −z. supplementary materials sup-6 Fig. 1 
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